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As suggested in the document, Using Biomapper 3 to Create Habitat Models: 
A Step-By-Step Guide, using a spreadsheet program to help check your R2 
values is very useful. It allows to you see all of the values you need in order to 
help determine which of your models is the best or worst choice for your data. 
Also as mentioned before, as R2 gets closer to 1.0, the model is getting better. By 
better, it is meant that your model is predicting the presence or absence points 
more accurately. The further your R2 value is from 1.0, the worse your model is at 
predicting presences or absences dependably. It was also mentioned that if your 
R2 value is 1.0, you need to increase the number of random seeds or increase 
your k value, because 1.0 is possible only in a perfect world. While it would be 
nice for your model to be perfect, deep down we all know that nature can not be 
perfectly predicted, but it can be rather well guessed.  
 
Since the data in the Results window of BioMapper is space delimited, copying 
and pasting the data into Excel makes all of the values fall into individual cells. If 
all of the values are in individual cells then it makes it much easier to read and 
follow. Which of these would you rather try to find your data in, this?   

 
Or this? 

 
Agreed, the bottom is easier to read and find your values in more efficiently. The 
following steps will guide the reader to an easy to read and follow spreadsheet. 



 
 
Initial Steps… 

⇒ Open Microsoft Excel and save the workbook as something meaningful 
like Stats.xls or BioMapper_Modeling_Statistics.xls. Whatever you like 
so long as the name is recognizable to you. 

⇒ Open BioMapper 3. 
o Click OK at the splash screen. 

⇒ Open your project. 
⇒ Once you have run all of the map verification steps and have created a 

number of models you are happy with, you are ready to extract your 
values. 

 
Data Extraction… 
⇒ Select all of the text in your Results window by holding the shift key and 

dragging your mouse cursor to the top of the screen or by clicking your 
mouse cursor at the bottom of all of the text, scrolling up to the top, 
holding the shift key, and then click your mouse cursor at the top of the 
screen. All of the text should be highlighted like so:  

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

⇒ Pressing the ctrl + c keys together 
will copy your selected text. 

 
⇒ Now return to Excel and in the first 

cell at the top left (your left, not the 
monitor’s) right-click your mouse 
and select paste.  



⇒ All of your selected text will then be placed into your worksheet. If you 
scroll down you will see the rest of your data. 

 
⇒ You can rename the 

worksheet by double-
clicking in the tab at the 
bottom of your Excel 
window and typing in a 
name for your sheet. This 
sheet is named 78 
because it is the 78th iteration of the model. 

⇒ Save your workbook. Save your workbook often as you move through 
these steps. 

⇒ Now that you have all of your text pasted into your worksheet you are now 
ready to extract the useful parts, but first you need a place to put them.  



 
R2 Values Table… 
⇒ In one of the other worksheets Excel 

opens when you create a new document, 
rename it Rsq. or some other meaningful 
name so you know which worksheet tab 
has your table of R2 values. 

 
 
 
 

⇒ This table has all of the spaces for the Sheet, Map Name, the Number of 
Factor Maps, how many Bins the map was classified or reclassified into, 
the k Value for the map, the number of Random Seeds used in 
validation, and a column for the Mean R2 Value. 

 

 
There are also spots for more k Values and Random Seeds, as well as 
Mean R2 Values for further validation and more random seeds. Also 
included are columns for whether or not the grid was converted in ESRI 
format and which Smoothing Method was used. These two issues are 
outlined in a different guide, but they are pointed out here for 
consideration if you are using ArcGIS for analysis or mapping instead of 
Idrisi. Formatting of the table (i.e. the highlighting of boxes, font sizes, 
bolding or italicizing) is up to the user. 

 
 
 

 
 
 

⇒ Also in this table, there is a legend for the color 
coding of different R2 values and Conversion 
Values. This makes it easier to glance at the 



table and find which values are best or worst, converted or not. More 
about this in a minute. 

⇒ By filling in each of these columns with the proper values, we can easily 
compare models by any of the values associated with them. Remember: 
as you build more models, in order to compare them reliably by their R2 
values, the other variables need to be consistent. If you change the 
number of bins or the number of factor maps you calculated, then you 
have changed your model and cannot say that it is necessarily better than 
a model with different values in those places. 

⇒ Go to the worksheet you pasted all of your values from BioMapper in and 
scroll down until you find your Area-Adjusted Frequencies section. This 
is the output from your cross-validation method and contains your R2 
value. Your R2 value is in the column labeled Rs. This is just BioMapper’s 
notation for R2. 

 
⇒ Copy and paste your R2 value into the appropriate cell for that iteration. 

Remember: If you cross-validated more than one time with different k 
values or random seeds, you will need multiple fields for your multiple R2 
values and thus, will repeat this step until you have all of your values 
placed in the table. 

 
⇒ Once you have all of your values 

filled in, you can move onto the 
next iteration of your model. By 
right-clicking on the tabs at the 
bottom of the Excel screen, you 
can select Insert… and insert 
another worksheet when prompted. 
Repeat the steps used to get to 
this point for your new worksheet. 



 
⇒ Filling in the remainder of the table is a matter of repeating the previous 

steps until all of your iteration data has been migrated into Excel and you 
can compare their R2 values.  

 
⇒ To facilitate the viewing of your data values, a 

color coded legend may be helpful to color code 
your values. If you set up a color code for your 
table, you can sort or organize the table by R2 
values and look at which sheets (iterations of your 
model) are ranked highest. 

 
 
 
 
Ranking Your Models… 

⇒ To do this, fill in your table completely and color 
code each of the model iterations according to your legend.  



⇒ Next, highlight all of the values in your table by dragging from the top 
corner cell of your table all the way to the bottom opposite corner cell. In 
the example table, the top corner cell is named Sheet and the opposite 
bottom corner is empty. 

⇒ From the Data menu, select Sort… 
⇒ The Sort… dialogue will come up 

and look similar to this: 
 
 
 
 
 
 
 
 
 



⇒ Using the dropdown menus, select the names of the columns you want to 
sort by. Sorting by your R2 values is and selecting the Descending radio 
button will sort the values from Highest to Lowest. Since the closer R2 is 
to 1.0, this would be the recommended way of sorting the values. If you do 
not see your column names appear in the dropdown menu and only letters 
or numbers, make sure you selected your header row in your worksheet, 
and then make sure to select the Header Row radio button at the bottom 
of the dialogue to include your header row. It should select itself by 
default, but on occasion it will not and you will have to click it. 

⇒ Click OK to sort. 
 

⇒ Your data should be sorted and if you color coded, will look similar to this: 

 
⇒ The values at the top of the list are closest to 1.0 and should therefore be 

the better models at predicting habitat suitability. In this case, the 2nd and 
3rd models are the recommended models to look at due to one variable. 



Tab Colors… 
⇒ The tabs in this example have been color coded to agree with their 

iterations in the table for ease in finding them at the bottom of the screen 
as there are more than 80 models in this example. Color coding the tabs is 
not a difficult task and makes for a quick way to organize your worksheets.  

 
⇒ To color your tabs, 

right-click on the tab 
and choose Tab 
Color… 

 
 
 
 
 
 
 
 
 
 
 

⇒ The Format Tab Color dialogue box will 
appear and you can then choose which 
color you would like your tab to be. 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
Also and maybe most importantly… 
It cannot be stressed enough to save your work when working with Microsoft 
Excel, BioMapper or any other program where you have done a lot of work. If the 
program you are working with encounters a problem, and it will, the problem 
*may* be fatal. Chances are very good that the problem *is* fatal and the 
program will need to be shut down and restarted at which point you will wish you 
had saved your work before taking that last step or making that last calculation. 


