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* Phenotype
* Disease of interest (Cardiovascular disease, diabetes...)
* Other phenotypes?

* Metabolomics (835 urine samples)

* Nuclear magnetic resonance (NMR) data I




Goals

* Analyze NMR data using R
* Group individuals with similar metabolomics
profile
* |dentify metabolites as biomarkers

* Tools
* Clustering methods
* Linear regression analysis



Thank you!

Questions?
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